Key indicators: single-crystal X-ray study; T = 153 K; mean (C-C) = 0.003 Å; R factor = 0.035; wR factor = 0.074; data-to-parameter ratio = 19.5.
Related literature
Refinement R[F 2 > 2(F 2 )] = 0.035 wR(F 2 ) = 0.074 S = 1.00 3160 reflections 162 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.55 e Å À3 Á min = À0.66 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: (i) Àx þ 1; y À 1 2 ; Àz þ 1 2 ; (ii) Àx þ 1; y þ 1 2 ; Àz þ 1 2 .
Data collection: CrystalClear (Rigaku/MSC, 2009); cell refinement: CrystalClear; data reduction: CrystalClear; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: Crys-talStructure (Rigaku/MSC, 2009); software used to prepare material for publication: CrystalStructure.
can be obtained from the cyclocondensation of 2-amino-3-cyanopyridine with cyclopentanone (Shi et al., 2010) . Here, we report the crystal structure of the title compound (Fig. 1) . The molecular structure is built up with two fused six-membered ring and one six-membered ring linked through a spiro C atom. The pyrimidine ring has an envelope conformation, similar to that found in spiro{cyclopentane-1,2'(1'H)pyrido[2',3'-d]pyrimidin-4'(3'H)-one} (Shi et al., 2010) . Cyclohexane ring has a similar chair conformation as cyclohexanespiro-2'-[2',3',6',7'-tetrahydro-1'H-cyclopenta[d]pyrimidin]-4'(5'H)-one (Ling et al., 2009) . The crystal packing (Fig. 2 ) is stabilized by intermolecular N-H···O and N-H···N hydrogen bonds (Table 1) .
Experimental
A solution of 5-Br-2-amino-3-cyanopyridine (2 mmol) and sodium methylate (0.6 mmol) was refluxed in cyclohexanone (3 ml) for 10 min. The reaction mixture was cooled to room temperature and then filtered to give the title compound.
The product was recrystallizated from THF to give light yellow crystalline powder (m.p. 531-532 K). 
Refinement
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